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Abstract

Gene expression studies by real-time PCR constitute a powerful tool to analyze the mechanisms underlying
plant biotic-stress tolerance. One of the crucial steps of this technique is the selection and validation of reference
genes to normalize target gene expression under different stress conditions. In this study, the expresion of
candidate gene in oryza sativa was investigated under biotic stress at different developmental stages. Eight
internal control genes consists of elF-4A, UBQJ5, UBC, Actin/, Actin/I, GAPDH, Cyclophilin and /8SrRNA
which are commonly used as housekeeping genes in plants, were selected and their expression stability were
examined in present of Rhizoctonia solani RBL1 strain, potasium silicat as tolerance inducer in three time
periods (6 h, 24 h and 72 h). Result showed that, UBQJ and Cyclophilin genes with the value of 0.076 and 0.081
for Standard error and the value of 0.242 and 0.258 Standard deviation have more stable expression than the
other investigated genes, respectively. Overall, the sets of reference genes proposed in this study are ideal
normalizers for gPCR analysis in oryza sativia/ Rhizoctonia solani intraction.

Keywords: Biotic stress, Inducer, Gene expression, Reference genes, Rice.



